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Abstract

TRP channels exhibit a large variety of functional
properties and play diverse cellular and physiological
roles. Due to their presence in the plasma membrane of
cells from various fissues and even organelles, new
biophysical properties and mechanisms of regulation
are constantly discovered by academic laboratories
over the years. Also, because of their relevance linked
to disease and pain, TRP channels are important targets

SyncroPatch 384 chip in a single experiment.

With the aim to highlight experimental flexibility we
present data using the internal perfusion of the
SyncroPatch 384PE applying NMM (biotinylated N-
Methyl Maleimide) and AITC (allyl-iso-thiocyanat) to the
intracellular side of the channel.

Intracellular organelles have been accessed using the
Port-A-Patch in a report from Chen et al. (Natfure

Features:

Parallel 4-8 channel amplifier
Internal perfusion
Temperature control
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Comm., 2014). Here, they measured whole lysosomes
Extensive functional studies of ion channels are often and demonstrated how synthetic small-molecule
compromised by technical Ilimitations of the activators can restore mutant TRPML1 channel function
electrophysiological assay. Nanion’s Port-A-Patch, 1o rescue disease associated abnormalities in
Patchliner and SyncroPatch 384PE are specifically mucolipidosis type [V. Furthermore, single channel

designed to marry the required experimental flexibility fraces of TRPA1 reconstituted into liposomes were

in the pharmaceutical industry.
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